[Info)

Name: Wenlong Shen

Birth: 1988.05

Phone: 13699205352

Email: shenw!1988@163.com

Website: https://wenlongshen.github.io/

[ Education])

2010.08 - 2015.07
2006.08 - 2010.07

[ Experience]

2015.08 - Present

[ Awards])

2011 - 2014
2015

[ Research Area])

PhD. Academy of Military Medical Sciences. Bioinformatics

BSc. Tsinghua University. Computer Science and Technology

Assistant Researcher. Academy of Military Medical Sciences

Postgraduate Scholarships in Academy of Military Medical Sciences
Excellent Doctor Degree Dissertation in Academy of Military Medical

Sciences

Integrated analysis of multi-omics, big data and biological network models.

Focus on the variation and conservation of genetic information from DNA sequences (1D, linear)

to genome architecture (3D, multiplex) during the cell cycle (spatial, temporal) and evolution.

[ Skills]

1. Excellent understanding of bioinformatics, human genomics and different genome

sequencing platforms. More than 5 years’ experience with omics data generated from next

generation sequencing. Familiar with common databases and tools.

2. Good knowledge of C++, Jave, scripting languages (Perl, Python) and mathematics tools (R,



Matlab). Basic knowledge of MySQL. Experience in system management in a Linux
environment.
3. Fluent in reading, writing and speaking Chinese and English.

4. Excellent communication and interpersonal skills, team working and self-driven.
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